
 

Supplementary Figure 13 

Enrichment analysis for differential ATAC-seq peaks yields similar results as for the subtype-specific signature regions. 

Complementing and validating the enrichment analysis shown in Figure 3g, this diagram lists the most highly enriched LOLA region 
sets for mCLL-specific (blue) and uCLL-specific (orange) differential peaks identified using DESeq2. 

 


