
 

Supplementary Figure 10 

Subtype-specific signature regions are weakly associated with differentially expressed genes. 

Volcano plot (top) and histogram (bottom) showing gene expression differences between mCLL and uCLL samples for genes that are 
co-localized with subtype-specific signature regions. Percentage values are based on the number of genes that were significantly 
differentially expressed in the RNA-seq analysis. 

 


