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HOXA Cluster

Tracks displayed:
Demethylated_Jurkat Read track

Demethylated_Jurkat CpG Methylation track
Methylated_Jurkat CpG Methylation track
Methylated_Jurkat Read track
Demethylated_Jurkat Fragment Coverage track

Methylated_Jurkat Fragment Coverage track

HOXA9 zoomed in

HOXA9 zoomed in further

188, 6% 33N - - -

5. 6% b B 168, 6% W ) - -

5. 6% kb B o 6% I ) — -
106, 6% ET oo il Il 5. 07 [l e e e v il
106, 6% EX s o 186, 6%

PR 2 S MM A 4 — 5. o7 Bl
R S N N M SN — | 106, 6% E@
U] S N N O SN — |
&8, 67 KDl sl
TR S N MM A O S e — |

5. 67 Tl sl
186, o7 X A -

186, o7 KX N -
106, 6% EQ s i el
o7 KT - -
53,37 KT A -
188, o7 KX ] -
507
FRSS CoS methulat fon for Demeth_urkat_ESaien,rres
reenr161 EQ ©S7R0141° BE | ‘eeRi101’ BB R4]° G raumrs] @@ STROT)C EE
'57RL197 553 “6220151" BE “40%051 55
FRGS CR methulation For MeTh_urkat_Bssssnnnbs
v1ea70151Y B rssacel’ B 20517 B i1z B RLLISHE |
“188R[15]¢ =0 “1683[11]1' EE 70111 R S1BERC11]7 B
RRES DR Mmethy Tat fon peads for Heth_ur kat EeanannAns
19, o7 BT o Il - 4 |
10, o7 K- FEEI] b PAMAAAR AV |
190, 0% <35 75 0 A o
100, o7 KD 190, 7 QA e
100, 67 [ET b 199, o I —
12007 R - e O R e |
106, 6% BT s 186, 67 [ ol veeeeoece ol e ool
106, 6% EX s o 186, 6% [l ol el ool
186, 6% KX - - 186, 8%
53,37 KT e - 168, 67
106, 6% KX 1 ] 186, 6% Il el
53,37 KT — -
186, o7 D - -
186, 6% KD A 1 -
186, 6% KD N — -
186, o7 KD N — )

RRBS fragment couerage for Demeth_lurkat_BI2:Sh.RRES

.9.100,9,50,100°

105,108, 108, 1687

UCSC Genes Based on RefSed, UniFrot, GenBank, CODS and Comparative Genomics

CpG Isiands (IS1ancs < 399 Bases sre Lisht Gresnd
— —

'27:100,0,100,100,0,100,100,33,0,100,0,60,0,83,
60,80,100,100,50,0,100,0,0,100,0,80,100°

'29:100,100,100,100,100,100,100,83,100,100,10
0,100,83,100,100,100,100,100,100,100,75,100,1
00,100,100,100,100,100,100°

The CpG Methylation track (genomeTrackUrl1)

shows the mean DNA methylation level of each CpG (percentage value) and how often it was covered by

sequencmg reads

- darker shades of blue correspond to higher methylation levels
- the label on the left of a CpG, say '88%[9], indicates a mean methylation level of 88% of a CpG with 9-fold

sequencing read coverage (given in brackets)

The Fragment Coverage track (genomeTrackUrl2)

- shows how often a fragment was covered by sequencing reads
- darker shades of blue correspond to higher sequencing coverage

— the label on the left of the track (which also pops up when you hold the mouse pointer over the track) shows
how many reads cover the fragment and what their mean methylation level is (as a percentage)

- track label example: ‘4: 50,50,25,50° means that the fragment was covered by 4 reads; 3 of these reads were

50% methylated and one read was 25% methylated

The Read track (genomeTrackUrI3)

shows each read with the CpG positions it covers and the read’s mean methylation level

- shades of blue correspond to high methylation levels; red corresponds to low methylation levels; grey is in
between with darker shades of grey corresponding to higher methylation levels

— the CpGs of the read are represented as boxes; the connection line between them also indicates the strand

(by arrow heads)

- the UCSC Genome Browser does not support separate colors for each CpG within a read, which is why only

the mean methylation is shown for each read
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